ABSTRACT
INTRODUCTION
individual usually ranges up to no more than 7%.5-6 The importance of this genetic variation in terms of pathogenesis and Human immunodeficiency virus type 1 (HIV-1) isolates vaccine development has been discussed by Wolfs et al.7 have been found to differ in terms of replication rate, cell The highly variable V3 region of the envelope glycoprotein infectivity, cytopathicity, and cellular tropism. Some of these gpl20 is functionally important in that it (1) is a determinant for biological properties seem to be correlated with in vivo patho-T cell and macrophage cellular tropism, 8-10 (2) is involved in genesis of HIV-1.13 HIV-1 in vivo has also been shown to determining syncytium induction phenotype and replication consist of a population of related genomes that can change with rate, " • '2 (3) contains the epitope recognized by antibodies that time. 4 Serologically defined subtypes of HIV-1 have been neutralize HIV infection in vitro, the so-called principal neutral- reported,2 and seven sequence-defined subtypes have been izing determinant (PND), 13-16 and (4) II  II  II  II  IV  III  III  II  II  II  NA  IV  II  II  II  II  NA  NA  II  III  II  NA  II  IV  II  II  II  II  II  II  II Fig. 1 .L.P.-G. (Fig. 1) .
In the phylogenetic analysis shown in Fig. 2 Fig. 1 ) and two silent mutations (not shown) present in the N-terminal region of RJ IOl and all of the subtype F sequences in Fig. 1 
